The asymmetric unit of the title compound [systematic name: 2-(3-cyano-4-isobutyloxyphenyl)-4-methylthiazole-5-carboxylic acid-acetic acid (1/1)], C 16 H 16 N 2 O 3 SÁCH 3 COOH, contains a febuxostat molecule and an acetic acid molecule. In the febuxostat molecule, the thiazole ring is nearly coplanar with the benzene ring [dihedral angle = 3.24 (2) ]. In the crystal, the febuxostat and acetic acid molecules are linked by O-HÁ Á ÁO, O-HÁ Á ÁN hydrogen bonds and weak C-HÁ Á ÁO hydrogen bonds, forming supramolecular chains propagating along the b-axis direction. -stacking is observed between nearly parallel thiazole and benzene rings of adjacent molecules; the centroid-to-centroid distances are 3.8064 (17) and 3.9296 (17) Å .
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pyridine solvate and methanol solvate has been reported. In the present study, we report the crystal structure of febuxostat acetic acid solvate. The asymmetric unit consists of one febuxostat molecule and one acetic molecule ( Fig. 1) , which is linked by intramolecular hydrogen bond O4-H4···N1. The benzene and thiazole rings of the febuxostat molecule are alomost coplanar with the dihedral angle of 3.24 (2)°, which is comparable with that of found (Jiang et al., 2011) . The carbonyl group is twist slightly to the connected benzene ring plane, as indicated by torsion angles O2-C3-C4-S1
and O1-C3-C4-C2 of 7.2 (3)° and 10.4 (4)°, respectively, which is different to that of febuxostat methanol solvate and febuxostat pyridine solvate. The cyano group is not coplanar to the benzene ring as indicated by torsion angle C7-C8-C12-N2 and C9-C8-C12-N2. Conformation of the febuxostat molecule in the structure of title compound is different silghtly to that of febuxostat methanol solvate and febuxostat pyridine solvate. In the crystal structure, acetic acid molecule is linked to the febuxostat via intermolecular hydrogen bond O1-H1···O5 i [symmetric code: (i)x,y + 1,z] hydrogen bond and intramolecular hydrogen bond O4-H4···N1 (Table 1) . In this way, an infinite molecule chain is formed stretching along the the b axis.
S2. Experimental
The crude product supplied by Zhejiang Huadong Pharmaceutical Co., Ltd, was recrystallized from the acetic acid solution giving colourless crystals suitable for X-ray diffraction.
S3. Refinement
All H atoms were placed in calculated positions with O-H = 0.82 Å and C-H = 0.93-0.98 Å and included in the refinement in riding model, with U iso (H)= 1.2U eq or 1.5U eq (carrier atom).
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